Bioinformatic analysis reveals possible mechanisms of
aniridic keratopathy
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Mouse Aniridia Model Pax6+/tmiPgr

Corneal to Conjunctival Transition in Pax6 mutant Mice
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* However, the primary mechanisms leading to aniridic phenotypes are still Table 1. Comparative differential expression of selected genes from both Pax6 Mutant vs
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unbiased approach, RNA-SEQ was performed on PAX +/- mice.



